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BCR ABL1 Quantitative Detection kit (RUO-48 Test)
(P190, P210 & P230)
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3 <0.1% <10000 Inconclusive Poor Quality Sample
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Case sample ABL1 Copies | DMR status Remarks
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2 >0.01% >10000 No MMR Achieved
Deep Molecular Response
3 <0.01% 10000-31999 DMR-4 achieved with >4-log reduction
from IRIS baseline
Deep Molecular Response
4 <0.0032% 32000-99999 DMR-4.5 achieved with >4.5-log reduction
from IRIS baseline
Deep Molecular Response
5 <0.001% >100000 DMR-5 achieved with >5-log reduction
from IRIS baseline
16 Jsor
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. ABL1
Case BCR ABL1 Copies . DMR status Remarks
Copies
1 Not Detected <10000 | Inconclusive Poor Quality Sample
Deep Molecular Response
10000- . ) .
2 Not Detected 31999 DMR-4 achieved with >4-log reduction
from IRIS baseline
Deep Molecular Response
32000- . . .
3 Not Detected 99999 DMR-4.5 achieved with >4.5-log reduction
from IRIS baseline
Deep Molecular Response
4 Not Detected >100000 DMR-5 achieved with >5-log reduction
from IRIS baseline
17 Jsor
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